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AMENDMENTS TO THE CLAIMS 

1 . (Currently amended) A method of identifying the presence or absence of at least 
one of a plurality o f p rese l e cted p o lymorphi s ms that may be pr ese nt in a cytochrome P450 
206 polymorphism g e n e se qu ence in a sample, the method comprising: 

(a) amplifying a cytochrome P450 2D6 gene sequence from the sample 
using multiplex amplification primers comprising SEP ID NOs: 1-4; and 

(b) identifying the presence or absence of a cytochrome P450 2D6 
polymorphism in the gene sequence amplified in step (a) using a primer extension 
reaction comprising a plurality of extension primers and a set of distinctively 
labeled ddNTPs. 

(a) incubating a reaction compri s ing: 

(*) an amount of nucleic acid obtained from said s ample s ufficient 

for primer extension, wherein s aid nucleic acid comprises s aid P 4 50 2D6 gene 

(«*) a plurality of extension primer s that s pecifically bind to a P 4 50 

2D6 g e ne sequence and that, when extended by one nucleotide at the 3' end, 
comprise a nucleotide indicative of one of a plurality' of preselected polymorphi s ms 
in said P 4 50 2D6 gene sequence, and 

<Tv) a set of di s tinctively labeled ddNTPs, 

under condition s s uch that at least one of s aid exten s ion primers is 
di stinctively lab e led by addition of one of said labeled ddNTPs to th e 3' end of sa id 
at least o n e o f said e xtension primer s , to generate at lea s t o ne labeled nuc lei c a c id 
corr espond ing to at least one of said preselected polymorphisms; and 

(b) using sa id at least one label e d nucleic acid to i de ntify th e said at l e as t 

one of a p lu rali ty of pr e se le ct e d p olym orphism s pre s ent in a cytochrome P450 2D6 
gene sequence i n th e nucleic acid samp le. 
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2.-3. (Canceled) 

4. (Currently amended) The method of claim 1, wherein said using step (b) 
comprises mobilizing said at least one labeled nucleic acid by electrophoresis. 

5. (Original) The method of claim 4, wherein said electrophoresis is capillary 
electrophoresis. 

6. (Previously presented) The method claim 1 , wherein one or more of steps (a) or 
(b) are automated. 

7. (Original) The method of claim 1, wherein said distinctive labeled ddNTPs are 
fluorescently labeled. 

8. (Currently amended) The method of claim 1 , wherein said one of a plurality of 
pre s elected polymorphi s ms in said cytochrome P450 2D6 polymorphism gene sequence is 

selected from the group consisting of a duplication, a deletion, an inversion, an insertion, a 
translocation, a polymorphism resulting in aberrant RNA splicing, and a single nucleotide 
polymorphism. 

9. (Currently amended) The method of claim 1 , wherein said preselected at least 
one of cytochrome P450 2D6 polymorphisms i»m> is selected from the group consisting of 
CYP2D6*3, CYP2D6*4, CYP2D6*5, CYP2D6*6, CYP2D6*7, CYP2D6*8, CYP2D6*10, 
CYP2D6*17 and CYP2D6*Nx2. 

1 0. (Currently amended) The method of claim 9, wherein at least one of said 
extension primers have sequenc es comprises a sequence selected from the group consisting of 
SEQ ID NOS: 9 through 19. 

1 1 . (Original) The method of claim 1 , wherein said sample is a human sample. 
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12. (Currently amended) The method of claim 1 , wherein said o n e of a pluratity-ef 
polymorphisms cytochrome 2D6 polymorphism is associated with a phenotype selected from 
the group consisting of having a reduced rate or degree of metabolism of one or more xenobiotics 
or endobiotics, an increased rate or degree of metabolism of one or more xenobiotics or 
endobiotics, a decreased or increased specificity for one or more xenobiotics or endobiotics, and 
combinations thereof. 

1 3 . (Previously presented) The method of claim 1 2, wherein said one or more 
xenobiotics is a toxin, a carcinogen or a narcotic, or a metabolic precursor thereof. 

14. (Original) The method of claim 1 3, wherein said sample is a sample from a 
subject having a genetic predisposition to suffer from a toxin, a carcinogen, or a narcotic. 

1 5. (Previously presented) The method of claim 1 2, wherein said one or more 
xenobiotics is a therapeutic drug or a metabolic precursor thereof. 

1 6. (Original) The method of claim 1 5, wherein said therapeutic drug is a 
cardioactive drug or a psychoactive drug. 

1 7. (Original) The method of claim 1 5, wherein said subject has a disease or disorder 
that may be treated by said therapeutic drug. 

1 8. (Original) The method of claim 1 , further comprising detection of wildtype P450 

2D6. 

19. -29. (Canceled) 

30. (Currently amended) A method of selecting a therapeutic drug, or a prodrug 
thereof, to treat a subject suffering from a disease or disorder, said method comprising: 

determining the cytochrome P450 2D6 genotype of a subject by the method of claim 
1 or 36; and 
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selecting said therapeutic drug or prodrug to be compatible with a cytochrome P45Q 2D6 
said genotype of s aid subject identified by the method of claim 1 or 19 

3 1 . (Currently amended) A method of selecting a dosage of a therapeutic drug, or a 
prodrug thereof, to treat a subject suffering from a disease or disorder, said method comprising: 

determining the cytochrome P450 2D6 genoty pe of a subject by the method of claim 
1 or 36; and 

selecting said dosage to be compatible with a cytochrom e P 4 50 2D6 said genotype ef 
said subje ct i d e ntified by the method of claim 1 or 19 . 

32. (Previously presented) The method of claim 3 1 , wherein said P450 2D6 genotype 
of said subject comprises a cytochrome P450 2D6 gene selected from the group consisting of 
CYP2D6*3, CYP2D6*4, CYP2D6*5, CYP2D6*6, CYP2D6*7, CYP2D6*8, CYP2D6*10, 
CYP2D6*17 and CYP2D6*Nx2. 

33. -35. (Canceled) 

36. (Currently amended) A method of identifying the presence or absence of at least 
one of a pre s elect e d polymorphisms that may be present in a cytochrome P450 2D6 
polymorphism gene sequenc e in a h uman sample, the method comprising: 

(a) amplifying a cytochrome P450 2D6 gene sequence using multiplex 
amplification primers comprising SEP ID NOs: 5-8; and 

(b) identifying the presence or absence of a cytochrome P450 2D6 
polymorphism in the gene sequence amplified in step (a) using a primer extension 
reaction comprising a plurality of extension primers and a set of distinctively 
labeled ddNTPs, 

(a) in c ubati ng a reaction compri s ing: 

(») an- amount of nu clei c a c i d o btain e d from sa i d samp l e sufficient 

fe^p fim c r e xt e n s i o n, v v4?er-ein-s ai d nuclei c acid comp r i ses s aid P4 5 0 2 D6 g e n e 
sequence, 
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{«) a- nucleic acid polymerase, 

0») at l e ast o ne exten sio n primer selected from the group 

con s i s t i ng o f SEQ ID NOs 9 to 19, and 

(iv) a set of distinctively labeled ddNTPs, 

und e r c onditions such that s aid at lea s t on e exten s ion primer is distin ctiv e l y 
label e d by additi o n of one of s aid di s tinctively labeled ddNTPs comprising a la bel- to 
the 3' end of said at l e a s t one extension primer, to generate at l e ast one lab e l e d 
nucl e ic acid corr es ponding to at lea s t one of s aid pre s elected polymorphisms; and 

(fe) using said at least one labeled nucleic acid to identify the said at leas t 

one of a plurality of preselected polymorphism s present in a cytochrome P450 2D6 
gene sequence in the nucleic acid sample. 

37.-38. (Canceled) 

39. (Currently amended) The method of claim 36, wherein said using step (b) 
comprises mobilizing said at least one labeled nucleic acid by electrophoresis. 

40. (Original) The method of claim 39, wherein said electrophoresis is capillary 
electrophoresis. 

41 . (Previously presented) The method claim 36, wherein one or more of steps (a) or 
(b) are automated. 

42. (Original) The method of claim 36, wherein said distinctive labeled ddNTPs are 
fluorescently labeled. 

43. (Withdrawn, Currently amended) The method of claim 36, wherein said plurality 
of extension primers are- comprise primers comprising the sequences of each of SEQ ID NO: 

17, 18 and 19. 
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44. (Currently amended) The method of claim 36, wherein at least one of said 
plurality of extension primer s comprise the sequence of SEQ ID NO: 1 1 . 

45. (Currently amended) The method of claim 36, wherein said plurality of 
extension primers comprise primers comprising the sequences of are SEQ ID NO: 1 1 and 14. 

46. (Previously presented) The method of claim 30, wherein said P450 2D6 genotype 
of said subject comprises a cytochrome P450 2D6 gene selected from the group consisting of 
CYP2D6*3, CYP2D6M, CYP2D6*5, CYP2D6*6, CYP2D6*7, CYP2D6*8, CYP2D6*10, 
CYP2D6*17 and CYP2D6*Nx2. 

47. (New) The method of claim 36, wherein at least one of said extension primers 
comprises a sequence selected from the group consisting of SEQ ID NOs: 9 through 19. 

48. (New) The method of claim 36, wherein said sample is a human sample. 
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